: Characteristics of the groups in the study compared to the entire cohort at the moment of selection (ENVIRONAGE birth cohort). . Continuous data are presented as mean ± SD; categorical variables as number (%). a Data available for 360, 312, and 501 subjects respectively. Effect estimates are presented as an absolute percentage difference in LEP methylation for a unit increase in the corresponding covariate. The trimester-specific PM 2.5 -exposure model included all covariates shown in the table including all trimester-specific PM 2.5 exposures and trimester-specific season, except for total weight gain. The same covariates were used in the 3-nitrotyrosine model including log 10 3-NTp and season at delivery. Similar models were used to estimate total weight gain, excluding prepregnancy BMI. Table S3 . Sensitivity analysis: associations between placental LEP methylation and trimester-specific PM 2.5 exposure or 3-NTp at birth with exclusion of pregnancy complications or additional adjustment for total weight gain. Models were adjusted for newborn sex, maternal age, maternal education, maternal smoking status, gestational age, pre-pregnancy BMI, ethnicity, and season; i.e. gestational trimester-specific season in the PM 2.5 exposure models and season of delivery in the 3-NTp model. The trimester-specific PM 2.5 exposure models were mutually adjusted for the other gestational exposure windows to estimate the independent effect of each trimester of exposure. Estimates are presented as an absolute percentage difference in placental LEP promoter DNA methylation for a trimester-specific interquartile range increment in PM 2.5 exposure (trimester 1: 8.2 µg/m³; trimester 2: 7.5 µg/m³; trimester 3: 9.9 µg/m³) or a doubling in 3-NTp content (nM/mg protein).
Figure S1: Region of interest in the LEP promoter based upon Assembly GRCh37/hg19 of the UCSC genome browser (Kent et al. 2002; Rosenbloom et al. 2015) .
Figure S2:
Associations between placental CpG-specific LEP methylation and placental 3-nitrotyrosine at birth. Estimates are adjusted for newborn sex, maternal age, maternal education, smoking status, pre-pregnancy BMI, gestational age, ethnicity, and season of delivery. Results are presented as an absolute percentage difference in LEP promoter DNA methylation for a doubling in placental 3-nitrotyrosine content (nM/mg protein). * p<0.05
